Plant Molecular Biology 37: 1097-1104, 1998. 


Contents of Volume 37 


Vol. 37, No. 1, May (I) 1998 


Review article 


Plant a-glucosidases of the glycoside hydrolase family. 31. Molecular properties, 
substrate specificity, reaction mechanism, and comparison with family members of 
different origin 

T.P. Frandsen, B. Svensson 


A diverse family of phenylalanine ammonia-lyase genes expressed in pine trees and 
cell cultures 
S.L. Butland, M.L. Chow, B.E. Ellis 


Intraspecific variability of the tandem repeats in Nicotiana putrescine N- 
methyltransferases 


T. Hashimoto, T. Shoji, T. Mihara, H. Oguri, K. Tamaki, K. Suzuki, Y. Yamada 


cytochrome p450 superfamily in Arabidopsis thaliana: isolation of cDNAs, Differential 
Expression, and RFLP mapping of multiple cytochromes P450 
M. Mizutani, E. Ward, D. Ohta 


Inositide signalling in Chlamydomonas: characterization of a phosphatidylinositol 3- 
kinase gene 
A.J. Molendijk, R.F. Irvine 


Patterns of ENOD40 gene expression in stem-borne nodules of Sesbania rostrata 
V. Corich, S. Goormachtig, S. Lievens, M. Van Montagu, M. Holsters 


Characterization of rbcL group IA introns from two colonial volvocalean species 
(Chlorophyceae) 
H. Nozaki, N. Ohta, T. Yamada, H. Takano 


cDNA cloning and expression analysis of genes encoding GSH synthesis in roots 
of the heavy-metal accumulator Brassica juncea L.: evidence for Cd-induction of a 
putative mitochondrial +~-glutamylcysteine synthetase isoform 

H.J. Schafer, A. Haag-Kerwer, T. Rausch 


Characterization of a single soybean cDNA encoding cytosolic and glyoxysomal 
isozymes of aspartate aminotransferase 
J.S. Gebhardt, G.J. Wadsworth, B.F. Matthews 


Developmentally regulated organ-, tissue-, and cell-specific expression of calmodulin 
genes in common wheat 


T. Yang, S. Lev-Yadun, M. Feldman, H. Fromm 


Isolation and characterization of a functional A-type cyclin from maize 
Wen-Ling Hsieh, S.M. Wolniak 


Molecular cloning and characterization of an inorganic pyrophosphatase from barley 
K. Visser, S. Heimovaara-Dijkstra, J.W. Kijne, M. Wang 


1097 


109-120 


121-129 


131-140 


1-13 
15-24 
25-37 
| 39-52 
53-66 
67-76 
77-85 
99-108 
| 
; 
de 
{ = 
: 


1098 


Maize contains a Lon protease gene that can partially complement a yeast pim1- 
deletion mutant 
S. Barakat, D.A. Pearce, F. Sherman, W.D. Rapp 


The maize retinoblastoma protein homologue ZmRb-1 is regulated during leaf devel- 
opment and displays conserved interactions with G1/S regulators and plant cyclin D 
(CycD) proteins 

R. Huntley, S. Healy, D. Freeman, P. Lavender, S. de Jager, J. Greenwood, J. Makkern, E. 
Walker, M. Jackman, Qi Xie, A.J. Bannister, T. Kouzarides, C. Gutiérrez, J.H. Doonan, J.A.H. 
Murray 


Short communications 


The light-regulated Arabidopsis bZIP transcription factor gene ATB2encodes a protein 
with an unusually long leucine zipper domain 
F. Rook, P. Weisbeek, S. Smeekens 


Isolation, characterisation and expression of a cDNA for pea cholinephosphate 
cytidylyltransferase 
P.L. Jones, D.L. Willey, P. Gacesa, J.L. Harwood 


A maize pectin methylesterase-like gene, ZmC5, specifically expressed in pollen 
P.R. Wakeley, H.J. Rogers, M. Rozycka, A.J. Greenland, P.J. Hussey 


Sequence announcements 


Vol. 37, No. 2, May (Il) 1998 


Identification of a 37 kDa plant protein that interacts with the turnip mosaic potyvirus 
capsid protein using anti-idiotypic-antibodies 
K. McClintock, A. Lamarre, V. Parsons 7, J.-F. Laliberté, M.G. Fortin 


Cloning, characterization and expression of carbonic anhydrase from the cyanobac- 
terium Synechocystis PCC6803 
A.K.C. So, G.S. Espie 


A light-independent developmental mechanism potentiates flavonoid gene expression 
in Arabidopsis seedlings 
W.L. Kubasek, F.M. Ausubel, B. Winkel Shirley 


RNA editing in gymnosperms and its impact on the evolution of the mitochondrial cox/ 
gene 
M.-Z. Lu, A.E. Szmidt, X.-R. Wang 


Abundance of mRNAs encoding HMG1/HMG2 class high-mobility-group DNA-binding 
proteins are differentially regulated in cotyledons of Pharbitis nil 
S.D. O'Neill, C.C. Zheng 


Alternative splicing of a precursor-mRNA encoded by the Chlorella sorokiniana NADP- 
specific glutamate dehydrogenase gene yields mRNAs for precursor proteins of 
isozyme subunits with different ammonium affinities 

P.W. Miller, W.I. Dunn, R.R. Schmidt 


Induction of a 3-phaseolin promoter by exogenous abscisic acid in tobacco: develop- 
mental regulation and modulation by external sucrose and Ca?* ions 
M.M. Bustos, M. lyer, S.J. Gagliardi 


141-154 


155-169 


171-178 


179-185 


187-192 
193-195 


197-204 


205-215 


217-223 


225-234 


235-241 


243-263 


265-274 


a 
| | 


Functional analysis of the promoter region of a maize (Zea mays L.) H3 histone gene 
in transgenic Arabidopsis thaliana 
R. Atanassova, M. Flénet, C. Gigot, N. Chaubet 


The xylose isomerase gene from Thermoanaerobacterium thermosulfurogenes allows 
effective selection of transgenic plant cells using D-xylose as the selection agent 
A. Haldrup, S.G. Petersen, F.T. Okkels 


Structure, expression and localization of a germin-like protein in barley (Hordeum 
vulgare L.) that is insolubilized in stressed leaves 
L. Vallelian-Bindschedler, E. Mésinger, J.-P. Métraux, P. Schweizer 


The gene encoding T protein of the glycine decarboxylase complex involved in the 
mitochondrial step of the photorespiratory pathway in plants exhibits features of light- 
induced genes 


P. Vauclare, D. Macherel, R. Douce, J. Bourguignon 


The molecular basis of C, photosynthesis in sorghum: isolation, characterization and 
RFLP mapping of mesophyll- and bundle-sheath-specific cDNAs obtained by differen- 
tial screening 

R. Wyrich, U. Dressen, S. Brockmann, M. Streubel, C. Chang, D. Qiang, A.H. Paterson, P. 
Westhoff 


Engineering in vivo instability of firefly luciferase and Escherichia coli (- 
glucuronidase in higher plants using recognition elements from the ubiquitin pathway 
C. Kingdon Worley, R. Ling, J. Callis 


A model for RNA-mediated gene silencing in higher plants 
M. Wassenegger, T. Pélissier 


Structure and evolution of Cyclops: a novel giant retrotransposon of the Ty3/Gypsy 
family highly amplified in pea and other legume species 
F. Chavanne, D.-X. Zhang, M.-F. Liaud, R. Cerff 


Short communications 


A new homeodomain-leucine zipper gene from Arabidopsis thaliana induced by water 
stress and abscisic acid treatment 
Y.-H. Lee, J.-Y. Chun 


Identification of new early auxin markers in tobacco by mRNA differential display 
C. Roux, J. Bilang, B.H. Theunissen, C. Perrot-Rechenmann 


Sequence announcements 


Vol. 37, No. 3, June 1998 


Regulation of abscisic acid-induced transcription 
P.K. Busk, M. Pages 


Cytokinin regulates the expression of a soybean (-expansin gene by a post- 
transcriptional mechanism 
B.P. Downes, D.N. Crowell 


275-285 


287-296 


297-308 


309-318 


319-335 


337-347 


349-362 


363-375 


377-384 


385-389 


391-423 


a 
1099 
3 
; 
j 
rar 
we 
425-436 
437-444 
3 
— 


1100 


Differential expression of senescence-associated mRNAs during leaf senescence 
induced by different senescence-inducing factors in Arabidopsis 
J.-H. Park, S.A. Oh, Y.H. Kim, H.R. Woo, H.G. Nam 


A comparison of the expression patterns of several senescence-asociated genes in 
response to stress and hormone treatment 
L.M. Weaver, S. Gan, B. Quirino, R.M. Amasino 


Molecular cloning and chromosomal mapping of type one serine/threonine protein 
phosphatases in Arabidopsis thaliana 
Q. Lin, J. Li, R.D. Smith, J.C. Walker 


Phenotypic analysis and molecular cloning of discolored-1 (dsc 1), a maize gene 
required for early kernel development 
M.J. Scanlon, A.M. Myers 


Biochemical and immunological characterization of rice homologues of the human 
immunodeficiency virus-1 Tat binding protein and subunit 4 of human 26S proteasome 
subunits 

|. Suzuka, . Yanagawa, K.-i. Yamazaki, T. Ueda, H. Nakagawa, J. Hashimoto 


Molecular cloning and characterization of starch-branching enzyme Il from potato 
C.-T. Larsson, J. Khoshnoodi, B. Ek, L. Rask, H. Larsson 


HSP 12 is a LEA-like protein in Saccharomyces cerevisiae 
L. Mtwisha, W. Brandt, S. McCready, G.G. Lindsey 


A new class Il rice chitinase, Rcht2, whose induction by fungal elicitor is abolished by 
protein phosphatase 1 and 2A inhibitor 

C.Y. Kim, S.W. Gal, M.S. Choe, S.Y. Jeong, S.I. Lee, Y.H. Cheong, Y.J. Choi, C.-d. Han, K.Y. 
Kang, M.J. Cho 


Down-regulation of specific members of the glutamine synthetase gene family in alfalfa 
by antisense RNA technology 
S.J. Temple, S. Bagga, C. Sengupta-Gopalan 


Investigation of Agrobacterium-mediated transformation of apple using green fluor- 
escent protein: high transient expression and low stable transformation suggest that 
factors other than T-DNA transfer are rate-limiting 

S.N. Maximova, A.M. Dandekar, M.J. Guiltinan 


Expressing foreign genes in the pistil: a comparison of S-RNase constructs in different 
Nicotiana backgrounds 
J. Murfett, B.A. McClure 


A glycine-rich RNA-binding protein gene is differentially expressed during acute 
hypersensitive response following Tobacco Mosaic Virus infection in tobacco 
S.M.S. Naqvi, K.-S. Park. S.-Y. Yi, H.-W. Lee, S.H. Bok, D. Choi 


Short communications 


Construction and characterization of a phycobiliprotein-less mutant of Synechocystis 
sp. PCC 6803 
G. Ajlani, C. Vernotte 


455-469 


495-504 


505-511 


513-521 


523-534 


535-547 


549-559 


561-569 


571-576 


577-580 


a 
4 
445-454 
| 
| 


A plant transformation vector with a minimal T-DNA Il. Irregular integration patterns of 
the T-DNA in the plant genome 
P. Porsch, A. Jahnke, K. During 


Vol. 37, No. 4, May (4) 1997 


Identification by PCR of receptor-like protein kinases from Arabidopsis flowers 
T. Takahasi, Jing-Hong Mu, A. Gash, Nam-Hai Chua 


Molecular cloning and expression characterization of a rice KX channel 3 subunit 
Z. Fang, Uma Kamasani, G.A. Berkowitz 


Identification, sequence analysis and expression studies of novel anther-specific 
genes of Arabidopsis thaliana 
P. Rubinelli, Yi Hu, Hong Ma 


Development patterns of telomerase activity in barley and maize 
A. Killan, K. Heller, A. Kleinhofs 


Expresion of abscisic acid-responsive element-binding protein in salt-tolerant indica 
rice (Oryza sativa L. cv. Pokkali) 
S; Gupta, M.K. Chattopadhyay, P. Chatterjee, B. Ghosh, D.N. SenGupta 


Isolation and characterization of the zSS//A and zSSiib starch synthase cDNA clones 
from maize endosperm 
C. Harn, M. Knight, A. Ramakrishnan, H. Guan, P.L. Keeling, B.P. Wasserman 


The Lotus japonicus LjiNOD70 nodulin encodes a protein with similarities to transporters 
K. Szczyglowski, P. Kapranov, D. Hamburger, F.J. de Bruijn 


Conserved sequence motifs in plant S-adenosyl-L-methionine-dependent methyl- 
transferases 
C.P. Joshi, V.L. Chiang 


Promoter regions of the extA extension from Brassica napus control activation in 
response to wounding and tensile stress 
K.A. Elliott, A.H. Shirsat 


Regulation of the subunit composition of plastidic glutamine synthetase of the wild- 
type and of the phytochrome-deficient aurea mutant of tomato by biue/UV-A- or UV-B- 
light 

A. Migge, E. Carrayol, B. Hirel, M. Lohmann, G. Meya, T.W. Becker 


Fusions between green fluorescent protein and 3-glucuronidase as sensitive and vital 
bifunctional reporters in plants 
N.E.M. Quaedvlieg, H.R.M. Schlaman, P.C. Admiraal, S.E. Wijting, J. Stougaard, H.P. Spaink 


Structure, expression and chromosomal localisation of the metallothionein-like gene 
family of tomato 
A. Giritch, M. Ganal, U.W. Stephan, H. Baumlein 


581-585 


607-619 


621-628 


639-649 


651-661 


689-700 


715-727 


701-714 


587-596 
: 
Wed 
629-637 
das 
fet 
663-674 
675-687 
pe 
| 
| 
} 
| 


1102 


Characterization of a cDNA encoding a novel plant poly(A) polymerase 
J. Das Gupta, Qing-Sun Li, A.B. Thomson, A.G. Hunt 


Vol. 37, No. 5, July (I) 1998 


Mini review 


SFN1-related protein kinases: global regulators of carbon metabolism in plants? 
N.G. Halford, D.G. Hardie 


The /tk gene family encodes novel receptor-like kinases with temporal expression in 
developing maize endosperm 
Z. Li, E.T. Wurtzel 


Conserved structure and function of the Arabidopsis flowering time gene CONSTANS 
in Brassica napus 
L.S. Robert, F. Robson, A. Sharpe, D. Lydiate, G. Coupland 


Cloning, expression and characterization of a gene which encodes a topoisomerase | 
with positive supercoiling activity in pea 
M.K. Reddy, S. Nair, K.K. Tewari 


Two 3-tubulin genes, TUB1 and TUB8, of Arabidopsis exhibit largely nonoverlapping 
patterns of expression 
B. Chu, T.J. Wilson, C. McCune-Zierath, D.P. Snustad, J.V. Carter 


Inactivation of the c/pP71 gene for the proteolytic subunit of the ATP-dependent Clip 
protease in the cyanobacterium Synechococcus limits growth and light acclimation 
A.K. Clarke, J. Schelin, J. Porankiewicz 


identification of protein-coding regions in Arabidopsis thaliana genome based on 
quadratic discriminant analysis 
M.Q. Zhang 


Brassinolides promote the expression of a new Cicer arietinum (3-tubulin gene 
involved in the epicotyl elongation 
F.J. Munoz, E. Labrador, B. Dopico 


Two novel MYB homologues with changed expression in late embryogenesis-defective 
Arabidopsis mutants 
V. Kirik, K. Kdlle, S. Miséra, H. Baumlein 


Expression of the Brazil nut methionine-rich protein and mutants with increased 
methionine in transgenic potato 
H.M. Tu, L.W. Godfrey, S.S.M. Sun 


Molecular cloning of anovel Ca’' -binding protein that is induced by NaCl stress 
H.J. Jang, K.T. Pih, S.G. Kang, J.H. Lim, J.B. Jin, H.L. Piao, |. Hwang 


A chalcone synthase with an unusual substrate preference is expressed in barley 
leaves in response to UV light and pathogen attack 
A.B. Christensen, P.L. Gregersen, J. Schréder, D.B. Collinge 


Functional architecture of a late pollen promoter: pollen-specific transcription is devel- 
opmentally regulated by multiple stage-specific and co-dependent activator elements 
N. Bate, D. Twell 


729-734 


735-748 


749-761 


763-772 


773-784 


785-790 


791-801 


803-806 


807-817 


| 


An as-1-like motif controls of expression of the gene for the pathegenesis-related 
protein from 1a from tobacco 
G. Strompen, R. Griiner, U.M. Pfitzner 


A/T-rich sequences act as quantitative enhancers of gene expression in transgenic 
tobacco and potato plants 
J.S. Sandhu, C.1. Webster, J.C. Gray 


Vol. 37, No. 6, August 1998 


Eucalyptus has a functional equivalent of the Arabidopsis floral meristem identity 
gene LEAFY 

S.G. Southerton, S.H. Straus, M.R. Olive, R.L. Harcourt, V. Decroocg, X. Zhu, D.J. Llewellyn, 
W.J. Peacock, E.S. Dennis 


Distribution patterns of 104 kDa stress-associated protein in rice 
S.L. Singla, A. Pareek, A.K. Kush, A. Grover 


Gene expression induced by physical impedance in maize roots 
Ying-Fei Huang, W.R. Jordan, R.A. Wing, P.W. Morgan 


Primary structural features of rosaceous S-RNases associated with gametophytic self- 
incompatibility 
T. Ishimizu, T. Shinkawa, F. Sakiyama, S. Norioka 


Molecular characterization of a new type of receptor-like (w/rk) gene family in wheat 
C. Feuillet, C. Reuzeau, P. Kjellbom, B. Keller 


A Brassica cDNA clone encoding a _ bifunctional hydroxymethyipyrimidine 
kinase/thiamin-phosphate pyrophosphorylase involved in thiamin bionsynthesis 
Yang Suk Kim, K. Nosaka, D.M. Downs, J.M. Kwak, D. Park, Il Kyung Chung, Hong Gil Nam 


Two isoforms of glutamate decarboxylase in Arabidopsis are regulated by calci- 
um/calmodulin and differ in organ distribution 
M. Zik, T. Arazi, W.A. Snedden, H. Fromm 


Specific interaction of the tomato bZIP transcription factor VSF-1 with a non- 
palindromic DNA sequence that controls vascular gene expression 
C. Ringli, B. Keller 


The behaviour of the autonomous maize transposable element En/Spm in Arabidopsis 
thaliana allows efficient mutagenesis 
E. Wisman, G.H. Cardon, P. Fransz, H. Saedier 


Separation of cis elements responsive to ethylene, fruit development, and ripening in 
the 5’-flanking region of the ripening-related E8 gene 
J. Deikman, Ruiling Xu, M.L. Kneissl, J.A. Ciardi, Kyung-Nam Kim, D. Pelah 


Molecular cloning and expression of a cDNA sequence encoding histidinol phosphate 
aminotransferase from Nicotiana tabacum 
F. El Malki, V. Frankard, M. Jacobs 


Expression of psbA genes produces prominent 5’ psbA mRNA fragments in Syne- 
chococcus sp. PCC 7942 
A.J. Soitamo, K. Sippola, E.-M. Aro 


871-883 


897-910 


911-919 


921-930 


931-941 


943-953 


967-975 


977-988 


989-999 


1001-1011 


1013-1022 


1023-1033 


1103 
885-896 
955-966 


1104 


Evolutionary origin of two genes for chloroplast small heat shock protein of tobacco 
Byung-Hyun Lee, Y. Tanaka, T. lwasaki, N. Yamamoto, T. Kayano, M. Miyao 1035-1043 


Regulation of phytoene desaturase expression is independent of leaf pigment content 
in Arabidopsis thaliana 
C.M. Wetzel, S.R. Rodermel 1045-1053 


Functional organization of the cassava vein mosaic virus (CSVMV) promoter 
B. Verdaguer, A.de Kochko, C.!. Fux, R.N. Beachy, C. Fauquet 1055-1067 


Maize a-tubulin genes are expressed according to specific patterns of cell differenti- 
ation 
X. Uribe, M.A. Torres, M. Capellades, P. Puigdomenech, J. Rigau 1069-1078 


Short communication 


Construction of a new vector conferring methotrexate resistance in Nicotiana tabacum 
plants 
T. Irdani, P. Bogani, A. Mengoni, G. Mastromei, M. Buiatti 1079-1084 


Sequence announcements 1085-1091 
Instructions to authors 1093-1096 
Contents of Volume 37 1097-1104 
Author index Volume 37 1105-1106 


ot 
pe 
4 
: 


